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Relative influence on the variance in ∆100 per calibration mode and projection area
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(N : q)

Coefficient estimates

Estimate (intercept): 10.02 – 10.29 ***  (8.32 – 12.05)

Ref.: RCP 4.5 & CMC 1, CDD, GenSA (norm.), Rdm.
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Coefficient estimates

Estimate (intercept): 11.43 – 11.55 ***  (9.08 – 13.88)

Ref.: RCP 4.5 & CMC 1, CDD, GenSA (norm.), Rdm. (entire p.)
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Coefficient estimates

Estimate (intercept): 8.18 – 8.40 ***  (5.74 – 10.83)

Ref.: RCP 4.5 & CMC 1, CDD, GenSA (norm.), Rdm. (entire p.)
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Coefficients of the generalized additive models for the response ∆100 per calibration mode and projection area
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