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Relative influence on the variance in A;q, per calibration mode and projection area
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Coefficients of the generalized additive models for the response A, per calibration mode and projection area

Ref.: RCP 4.5 & CMC 1, CDD, GenSA (norm.), Rdm. Ref.: RCP 4.5 & CMC 1, CDD, GenSA (norm.), Rdm. (entire p.) Ref.: RCP 4.5 & CMC 1, CDD, GenSA (norm.), Rdm. (entire p.)
Estimate (intercept): 11.43 — 11.55 3% (9.08 — 13.88)
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RCP 4.5 & CMC 2
RCP 4.5 & CMC 3
RCP 4.5 & CMC 4
RCP 4.5 & CMC 5

Pnd
ki
*kk

rokk
i

RCP 4.5& CMC 6

RCP 4.5 & CMC 7

RCP 4.5& CMC 8

RCP 4.5 & CMC 9

RCP 4.5& CMC 10 &3

RCP 45 & CMC 11

i
RCP 45 & CMC 12 i

RCP 4.5 & CMC 13

RCP 4.5 & CMC 14 i

RCP 4.5 & CMC 15

RCP 4.5& CMC 16 i3

RCP85&CMC 1

it
RCP 85 & CMC 2 i

RCP 8.5 & CMC 3

it
RCP 8.5 & CMC 4 i

RCP 8.5 & CMC 5

RCP 85 & CMC 6 i

RCP 8.5& CMC 7

i
RCP 85 & CMC 8 i
RCP 85&CMC9

RCP 8.5 & CMC 10

DM1

DM2 &

SIAM
TPMp
TPMt
TDM1
PDM1
TPDM1
TDM2
PDM2
TPDM2
PlAgs
PIA”
PIA"
DM1za5

DM27550 555

SIAMzz20

TDMzazo %

PDMza20
TPDMzaz0

EGO (norm.)
EGO (extd.)
TREGO (norm.)

TREGO (extd.) £

CMA-ES (norm.)

CMA-ES (extd.) 55

PSO (norm.)
PSO (extd.)
GenSA (extd.)

(N: qg

Sys. (cts.; YR
Sys. (cts.; MAT)
Sys. (cts.; AP)
Sys. (bal.; YR)
Sys. (bal.; MAT)

’ Calib. sample l

Sys. (bal.; AP)

rkk

[
-10

#re—

Adj. R?: ~0.54
Dev. expl. : ~0.54
neam : 5% 2,600,000

1 1 1
10 20 30

Coefficient estimates

©-0000008 008430e0e 2

Calibration mode
(projection area)

Climate projection scenario

Phenology model

’ Calibration sample l ’ Opt. algorithm l

D Site—specific D

RCP45&CMC2 % | °
RCP45&CMC3 i @
RCP45&CMC4 3 @ !
RCP45&CMC5 5 @]
RCP45&CMC6 0
RCP 45&CMC7 @
RCP45&CMC8 Z® |
RCP45&CMC9 & @
RCP45&CMC 10 £ @
RCP4.5&CMC 11 & @}
RCP45&CMC12 & @
RCP 4.5&CMC 13 £ @
RCP45&CMC 14 5 @
RCP45&CMC 15 & @
RCP45&CMC16 2@
RCP85&CMC 1 ®
RCP85&CMC2 #i @
RCP85&CMC3 & @
RCP 85&CMC 4 £ J
RCP85&CMC5 5 ®
RCP85&CMC6 i |..
RCP85&CMC7 2
RCP85&CMC8 & '@  AdR:-067
RCP85&CMC9 &7 @  Dev.expl:-067
RCP 8.5‘ & CMC 10 ﬁ; 1 ."GAM : 5x 2,600,000
DML @ '
DM2 @ |
SIAM 539
TPMp 5 @
TPMt &5 @l
TDM1 3 |
PDM1 3%
TPOML B !
TOM2 E |
PDM2 £ |
TPDM2
PlAss 55 @]
PIA & @)
PIA" 5 @
DMz 5 @
DM27.20 55 @ 1
SIAMza50 5% @ 1
TDMzazo 5D
PDMz.o0 %5 @ |
TPDMzaxo 58 @ |
EGO (norm.) &% ®
EGO (extd.) 5% ®
TREGO (norm.) &% L]
TREGO (extd) &% lo
CMA-ES (norm.) &% 10
CMA-ES (extd.) &% @
PSO (norm.) &% 6
PSO (extd.) 2 @
GenSA (extd.) ** Q
Q) aaE
Nio) b :
Full samp?e g ®
Rdm. (lwr.; MAT) % ®
Rdm. (lwr.; AP) &% @ |
Rdm. (upr.; AP) i 10
Sys. (bal.; MAT) g
Sys. (bal.; AP) &%
Str. (MAT) &2l
Str. (AP) g o
1 1

o

20
Coefficient estimates

Species-specific

40

Estimate (intercept): 8.18 —8.40 %% (5.74 — 10.83)
RCP45&CMC2 5 | )
RCP 45&CMC3 i} @
RCP45&CMC4 @ |
RCP45&CMC5 5 @1
RCP45&CMC6 7 |
RCP45&CMC7 5
o | RCP45&CMC8 B |
% | RCP45&CMC9 I @
S |RCP45&CMC10 777 @
S |RCP45&CMC11 7 @
c |RCP45&CMC12 3 @
S |RCP45&CMC 13 3 @
3 |RCP45&CMC14 F @
'S |RCP45&CMC15 7 @I
& |RCP45&CMC16 @ |
2 | RCP85&CMC1 ## )
g | rRcP85&CMC2 * O
5 | RCP85&CMC3 & @
RCP85&CMC 4 3% (J
RCP85&CMC5 5 ®
RCP85&CMC6 i | ..
RCP85&CMC7 % 2
RCP85&CMC8 i '@  Ad.R°:=064
RCP 8.5 & CMC 9 m ‘ Dev. expl. : =0.64
RCP85&CMC 10 f7 | @"eAw:5x 2600000
DM1 5@ '
DM2 2 @ |
SIAM 55
TPMp 3%
TPMt
TDM1 3B
] PDM1 8
3 TPDM1 %
£ TDM2 519
3 PDM2 58
S TPDM2 339
% PlAcs
2 PIA 3
[ PIA" 5
DMlza0 B2
DM27.50 55
SIAMza20 55 @ 1
TDMzaz0 &
PDMzao 35 @1
TPDMzazo #5 @
EGO (norm.) 4 9
c EGO (extd.) #% [ ]
£ TREGO (norm.) %% @
S TREGO (extd.) 5 B
k=) CMA-ES (norm.) % 10
< CMA-ES (extd.) 3% o
a PSO (norm.) 3% b
o PSO (extd.) 5% @
GenSA (extd.) Q
)k
2 eI E S
% Full sample %35
s Rdm. (lwr.; MAT) %
c Rdm. (lwr.; AP) 3@
2 Rdm. (upr; AP) % | @
i Sys. (bal.; MAT) #5%
2 Sys. (bal.; AP) %= :
8 Str. (MAT) &2 i@
Str. (AP) 533 .I
1 1 1 1 1
-10 0 10 20 30 4

Coefficient estimates

Species-specific
(projection within sample) (projection within population)



